ABSTRACT The genome of the streptomycin-resistant Citrobacter gillenii strain MBT-C3, isolated from lamb's lettuce in Germany, was sequenced. Sequence analysis showed the assembled draft genome size to be 5,167,205 bp, containing a predicted total of 5,011 protein-encoding genes, 8 rRNAs, and 71 tRNAs.
BF6 T , C. freundii ATCC 8090 T , and C. portucalensis A60 T ), with similarity values of 31.6%, 31.5%, 31.4%, and 31.7%, respectively.
Data availability. The whole-genome shotgun project of C. gillenii MBT-C3 has been deposited at DDBJ/ENA/GenBank under the accession no. QVEK00000000 (BioProject no. PRJNA485440).
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